: ( S *~ < 



i* n ^ ^ O 



9-1. ; "0 



top: pa 
(A) : 



c : ) 



FEAFABLE EOFM: 
'IE PI CM TYPE: F Nippy disk 
POMPCTEP: IBM :C compatible 

:>pfpat:n2 oyeyem: pc-dos/ms-ioe 

SOFTWARE: ?«t.or.tIr. Release #1.0, Version #1.30 



;vi) current application lata: 

i A) AI PLICATION NUMBER: VS 08/3 66, J 8 3 
iB) FILING LATE: i ?- E'EC- : 9 1-4 
CD 0 LAS 5 I FIXATION: 



( viii ) ATTORNEY / AGENT LNr OrKAT I ON : 

i A) NAME: 7:::.cen~, Ka:::.ew P. 

iB) REGI STRAT ION N'IMBEE: 3c, 700 

i D RFFEPRNCP/POOHET Nl'MRER : APV-022.0: 



! i x ) T E LECi'MMCN I CAT 1 21 ; ; N FORMAT I 'IN : 
i A) TELEPHONE : r- 1 "' - f 3 2 - 1 0 0 C 
v B ) 7 E LE FAN : 6 1 7 - ~- : 2 -DC 2 



(2) INFORMATION FOR oRQ II' NO:] 



(i) SEI'UENOE CHAPTvIlERIOTI'lO: 
A) LENGTH: ^6 Pise p-iirs 
P) TYPE: ::u:le...c ^ i 



D 2 : RANI 



1 • 



PPOLOGY: l:.r>:ir 



MOLE': 



n ^ AA T ^ A A 3 G G AG 3 . AA G 3 G G G 

information f:f. se. ie ng:3: 

;a; 1EN-EH: ,.5 base pairs 

GE ) 3 G PG-. G E: E E N E S 3 : single 
; G } 1 O? GCGY : 1 i near 

(ii MG1E0G1F GV?F: DNA genomic} 



(xi sfguenef eesgeipeion: 

CTGGGCCGT7 AATGAGGGGT ETTGG 2 5 

(2) IN FORMAT ION FiG. SE=. II NO : 4 : 

;i< SEGUENEF OHAFACTEFISTIGS : 
(A) IFNETH: ."5 case pairs 
( F } 1 Y F F : nu-Ge:c acid 
(G) 3 GRANGE! NESG : single 
( E ) GGFOGOGY : linear 

(ni M01EGG1E TYPE: DNA (genomic) 

(xi ) GEIGGN ~~F GFSGr-I FTION : 3EQ ID NO : 4 : 

TAATTAT EG3 EG 3 EAT 1 3AA TAG '"0 25 

(2; 1 N FORMA! ION 1 IF SEE II NO : 5 : 

( i) 3E jUEN IE GHAPAGTFFGGTI 3S: 
( A ) E FN E 1 H : 3 6 oas e cairs 



•.NG^ GN^SS : sing. 
'■LOGY : linear 



(xi: SEQUENCE FESCRIFTION: GEQ ID NO: 6: 
GGCCG7ACCT CAT G AAA I T A GGGGCG 2 6 

(2) INFORMATION F01- 3EO I" NO: 7: 

;i> se<;uen:e chafacteristics : 

(A) LENGI H : _ 5 k ase p airs 

(B ) TYF" : n.de:c add 

(?) S TP ANDEl'N ESC : .single 

{ : ; 7 : FOI OGY : 1 : near 

Ui) MOLECULE TYPE: Dr.* A i genomic) 

(xi) SE-OENIP lESGFIFG'IO-N: 3EQ ID NO: 7: 
GTTAATTATG GG GO AATAAT GGT 2 2 5 

(2) INFORMATION EC'?. 3Eo I 2 -^1 : c : 

(i) SEQUENCE CHARACTERISTICS: 

( A ) LENGTH: 2 5 c»a s >:? p airs 

( B ) TYPE: nu:le:c aci. 3 
(0) 37FANDEDNES3 : single 
(J) TOPOI02Y: linear 

(ii) MOLELULE TY?F : DNA ; genomic) 



;xi; SE^GENFE LE3CPI PI ION : GEO ID N0:8 



:nfcrmaoion fop. sel i: 
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J ^ : ::a i e : 



r:.: JNA ..^e: 



(xi ; sequence cescf ipcion: seq id no::; 

^ATAAATAGG '.-GCG TCCCA L C CCG i 

;i; INFORMATION EG?. 3E(,. IE NG : II : 

(i; SEQUENCE CHARACTERISTICS: 
; A; LENGTH: 14 base pairs 
i 3) TYPE : nurleic acid 
; I) STRANDEDNESS : .■: i n 3 1 e 

(ii! MOGEGULE TYPE: DNA (genomic; 



(xi) SE^UENGl D:,5CKI PT I ON : 3EQ 



:D NO: II : 



TAAATTA3GG 



:aaoiag ggtc 



24 



:) INFORMATION FOR GEO 10 NO: 12: 



;a; E^NGtTH: 2 5 bas-: j pairs 




SEQUENCE CHARA^ . r.R Z S _ _ CS : 
; A } LENGTH: < 5 case pairs 

(I) TOPOLOGY: linear 



: :i ] MOLECULE TYPE: SNA geio^ic; 



(xi i SEQUENCE. DESCRIPTION: 3EQ IT NO : 1 4 : 

AGTTATTAAT IAAGAAIGIT AATTA 

(2) INFORMATION FOR SEO ID N'T: 15: 

(i! SEjUEN:E CHARACTER; STICS : 
.A) LENGTH: .15 bas-i: pairs 
[ b } TYPE: nucleic b c i d 
f ?) S T FlAN E E D N E S S : single 
■ IT TDPOLCGY: linear 
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")" : C LOG v * 1 i e ; : r 



;xi) sequence eesgf iftion : SEQ I 

:nformaoion for seq is no::8: 
' i ' sequence characteristics: 

(A) SEN IT H: 12 base pairs 



0 NC 



STFLANOEDNE5 



sinq, e 



( I ! TGPGCOGY : I inear 
ii; MOLECULE 'i"V?E: l^NA . aericrci c ; 



(xi! SEQUENIE OESCF I FT 1 ON : SEQ IS NO: 18: 
AAATNNT UGG GG 

(2) INFORMATION FOR SEQ ID ND:19: 
(i) SEQUENCE CHARACTERISTICS: 



; l Ti g ^ e 



SNA 



, t r ! L : nuclei c a::a 
S T FlAN D E D : } E S S : single 
TOPOLOGY : 1 inear 

LJLE TYPE: Z NA iaencnc; 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 1 
7 AATGATGGG TG 

;2; INFORMATION FOR 3 EC; ID NO: 22: 

:A; LEN1TH: *: 3 base pairs 

iR; TYPE: nucleic acid 

(■I) S IRANDEDNE3S : single 

\ D ) TO PI) LOGY : linear 

(ii) MO LEO OLE TYPE: LNA (generic) 



12 



( x i ; SEOLENDE DE3CRI L 1 1 ON : SEQ ID NO: 22: 
GOT GAG TOT 3AAC 3 GAT DC NNNNNNNNNN NNNNNNNNNN NNNNNC 



AG AC ^ GAGC 



bD 
6 3 



' A ) 
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:gaggt : att l'vggzzg :tagc:acc 

INFORMATION :- • O. 3E„ i: NO: 25: 

( i ) SETYENCE 2 HAP AC T E R I Y T I C S : 
i A) LENGTH : . 9 Das'.: £.=iirs 
:B) TYFF: nu:leic ac: d 
' C ) STTANDEDNESS : single 
; Li ) r l OFOIOGY : line 

(i i ) MCTECY'DE TYPE : DMA genomic) 
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(xi) SEQUENCE L'ESCP I FT I ON : SEQ ID NO:25: 
CCTCGAGGCG CCCATCATTA -'"TAGGY AC C 2 9 

(2) INEOFMATION F- F SB.^ ID !i'D : 1: 6 : 

; i ) se^uen :e chat- act e ft ytics : 

i A) : HNGTH : 26 base pairs 

- 2) : YFE : ni- :^e^c acid 
' ) I FAN LET NEST: single 

D) LTPTLOGY : I i.near 

(ii) MOTEC'HE TYPE: DNA (genomic) 
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ci . . ■_■ c: - 



Met . y r ? r o Tyr asi 



INFORMATION FOR SEQ 10- NO: 32: 

( i } SEQUENCE CHARACTERISTICS : 

(A) LEN3TH : 14 arm no acids 
( B )■ TYPE: aninc acid 
[C] SCFANDEDNESS : 
;D) TOPOLOGY: linear 

( ii ) MOLECULE TYPE : peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : j 2 : 



Arg Thr His Thr Oly Gly Giy Arg Arg Arg Lys Lys Arg 

15 10 



